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> D gi I 87295372 | gb| ABD3 6975 . 1 1 envelope protein [Hepatitis B virus] 
Length=3 99 



Score = 70.5 bits (171), Expect = 2e-ll 

Identities = 29/34 (85%), Positives = 31/34 (91%), Gaps = 0/34 (0%) 
Frame = +2 
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Query 5 FNMENNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 14 . PATS N 47 



> □ qi 1 3 7223478 | gb | AAQ90277 . 1 1 surface antigen protein [Hepatitis B virus] 
Length=123 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



>□ qi I 3 7223468 | gb| AAQ90272 . 1 1 surface antigen protein [Hepatitis B virus] 
Length=279 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> D qi I 37223462 | qb | AAQ90269 . 1 1 surface antigen protein [Hepatitis B virus] 
Length=279 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



>□ qi I 37223460 | qb | AAQ90268 . 1 1 surface antigen protein [Hepatitis B virus] 
Length=279 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> □ gi 1 37223458 1 qb | AAQ90267 . 1 1 surface antigen protein [Hepatitis B virus] 
Length=279 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S ...N 37 



> D gi I 37223474 |qb| AAQ90275 . 1 1 surface antigen protein [Hepatitis B virus] 

qi 1 37223452 |qb|AAQ902 64 . 1 | surface antigen protein [Hepatitis B virus] 
Length=279 
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Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLG F F PDHQLD P AFRANT ANPD WD FNP S 106 
Sbjct 8 S N 37 



>D qi|37223450 |qb I AAQ90263 . 1 1 surface antigen protein [Hepatitis B virus] 
Length=279 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLG FF PDHQLD P AFRANT ANPD WD FNP S 106 
Sbjct 8 S N 37 



>D qi|37223448| qb | AAQ90262 . 1 1 surface antigen protein [Hepatitis B virus] 
Length=279 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLG FF PDHQLD PAFRANTANPD WD FNP S 106 
Sbjct 8 S N 37 



> O gjJ 37223444 |qb | AAQ902 60 . 1 1 surface antigen protein [Hepatitis B virus] 
Length=2 7 9 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NN PLGFF PDHQLD PAFRANTANPDWD FNP S 106 
Sbjct 8 S N 37 
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l| 




37223456 


gb|AAQ90266 


1| 


gi 


37223454 


gb|AAQ90265 


1| 


gi 


37223446 


qb|AAQ90261 


1 1 


gi 


37223442 


gb| AAQ90259 


1| 



in [Hepatitis B virus] 
[Hepatitis B virus] 
[Hepatitis B virus] 
[Hepatitis B virus] 
[Hepatitis B virus] 
[Hepatitis B virus] 
[Hepatitis B virus] 
[Hepatitis B virus] 



Length=279 



Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLG FF PDHQLD PAFRANTANPDWD FNP S 106 
Sbjct 8 S N 37 



> D gjJ 37223440 | gb | AAQ90258.1 
Length=279 



surface antigen protein [Hepatitis B virus] 
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Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 



>D qi|37223438 |qb | AAQ902 57 . 1 1 surface antigen protein [Hepatitis B virus] 
Length=279 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



>D gi|37223436| gb | AAQ90256 . 1 1 surface antigen protein [Hepatitis B virus] 
Length=2 79 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> D gi] 32330644 jqb | AAP79867 . 1 1 large S protein [Hepatitis B virus] 
Length=389 '~~~~~~~™~~~~~ 

Score - 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> D gi 1 323 3 063 6 |gb| AAP79860 .1 1 large S protein [Hepatitis B virus] 
Length=3 89 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> D gi I 3233062 8 | gb | AAP79853 . l| large S protein [Hepatitis B virus] 
Length=3 89 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



Sbjct 8 



S 



N 



37 
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> D qi I 32330612 [ qb | AAP7983 9 . 1 1 large S protein [Hepatitis B virus] 
Length=3 89 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> D qi | 32330604 | gb | AAP79832 . 1 1 large S protein [Hepatitis B virus] 
Length=3 89 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> D qi [2 82 9157 | gbjAAC4 0 811.1 1 pre-Sl protein [Hepatitis B virus] 
Length=3 89 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> □ qi I 3 83743 04 | qb | AAR19354 . 1 1 large surface protein [Hepatitis B virus] 
Length=373 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives « 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



>□ qi I 383 742 95 | qb | AAR19347 . 1 1 large surface protein [Hepatitis B virus] 
Length=389 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> □ qi I 3 83 74290 [qb | AAR19343 . 1 1 large surface protein [Hepatitis B virus] 
Length=3 89 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
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Frame = +2 



Query 17 
Sbjct 8 



NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
S N 37 



> P qi I 3 83742 86 |qbl AAR19340. 1 1 large surface protein [Hepatitis B virus] 
Length=389 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> G qi I 3 83 742 81 1 gb 1 AAR1933 7 . 1 1 large surface protein [Hepatitis B virus] 
Length=3 89 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



>D gi|38374300| gb | AAR19351 . 1 1 large surface protein [Hepatitis B virus] 

qi | 383 74278 [gb| AAR1933 5 . 1 | large surface protein [Hepatitis B virus] 
Length=3 89 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> D gi 1 3 83 74271 |qb [AAR193 32 . 1 1 large surface protein [Hepatitis B virus] 
Length=3 89 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> D qil3476114llgblAAQ81929.il surface protein [Hepatitis B virus] 
Length=360 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 
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> □ qil3174568l|qb|AAP57091.l| large S protein [Hepatitis B virus] 
Length=331 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%) , Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



>□ qi I 56090034 |qb 1 AAV70953 . 1 1 pre-S protein [Hepatitis B virus] 
Length=389 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> D gi | 56090027 | gb | AAV70947 . 1 1 pre-S protein [Hepatitis B virus] 
Length=3 89 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%) , Positives = 30/30 (100%) , Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> Ogi I 56090023 | gb | AAV70944 . 1 1 pre-S protein [Hepatitis B virus] 
Length=3 89 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> D gi |22135694 | gb | AAM09036 . 1 1 LHBS/MHBS/HBsAg [Hepatitis B virus] 
Length=3 89 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> □ gi I 203 84 766 | gb 1 AAK55755 . 1 1 large envelope protein [Hepatitis B virus] 
Length=108 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 
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Query 17 
Sbjct 8 



NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
S N 37 



> D qi 1 153 84541 [qb I AAK9640 9. 1 1 middle S protein [Hepatitis B virus] 
Length=125 

Score =69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



>lj qi|l53 84537lgb|AAK964 07.l| middle S protein [Hepatitis B virus] 
Length=125 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> D qi 1 153 84533 lgb|AAK96405 . 1 1 middle S protein [Hepatitis B virus] 
Length=125 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> □ gi [ 153 84 53 1 1 gb | AAK964 04 . 1 1 middle S protein [Hepatitis B virus] 
Length=125 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> D gil 153 84539lqb|AAK964 08.l| middle S protein [Hepatitis B virus] 

gi | 1538452 9 | gb | AAK96403 . 1 | middle S protein [Hepatitis B virus] 
Length=125 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> D gi 1 153 84535 |gb|AAK964 06 .1| middle S protein [Hepatitis B virus] 
gi | 15384527 | gb | AAK96402 . 1 | middle S protein [Hepatitis B virus] 
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qi| 15384525 1 qb | AAK96401.1 | middle S protein [Hepatitis B virus] 
Length=125 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> [J gi I 54125537 | qb I AAV3 0534 . 1 1 S protein [Hepatitis B virus] 
Length=3 89 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> D gi I 54125531 1 gb 1 AAV3 052 9 . 1 1 S protein [Hepatitis B virus] 
Length=3 89 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> □ qi|5412552 6|qblAAV3 0525.l| S protein [Hepatitis B virus] 
Length=3 89 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> D gi I 54125521 |gb|AAV3 0521. 1 1 S protein [Hepatitis B virus] 

gi |54125516 | qb 1 AAV30517 . 1 | S protein [Hepatitis B virus] 
Length=3 89 

Score =69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> D gi 1 15321613 | qb ] AAK95512 . 1 1 large S protein [Hepatitis B virus] 
Length=165 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 
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Query 17 
Sbjct 10 



NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
S N 39 



> D qil 52574 90 | qb | AAD413 61 . 1 | pre-Sl protein [Hepatitis B virus] 
Length=3 89 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> □ qi 1 423 973 7 | emb | CAA0635 9 . 1 1 surface proteins [Hepatitis B virus] 
Length=163 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 19 S N 48 



> □ qi I 42 3 9751 1 emb | CAAO 63 66 . 1 1 surface proteins [Hepatitis B virus] 



qi 


4239750 


emb 


CAA06365 


1| 


surface proteins 


[Hepatitis 


B 


virus] 




4239749 


emb 


CAA06364 


1 1 


surface proteins 


[Hepatitis 


B 


virus] 


qi 


4239748 


emb 


CAA06363 


1| 


surface proteins 


[Hepatitis 


B 


virus] 


gi 


4239747 


emb 


CAAO 6 3 62 


1 1 


surface proteins 


[Hepatitis 


B 


virus] 


gi 


4239746 


emb 


CAA06361 


1| 


surface proteins 


[Hepatitis 


B 


virus] 


gi 


4239745 


emb 


CAA06360 


1| 


surface proteins 


[Hepatitis 


B virus] 


gi 


4239736 


emb 


CAA06358 


l| 


surface proteins 


[Hepatitis 


B 


virus] 



Length=163 



Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 19 S N 48 



> D qi I 6692513 | qb | AAF24 681 . 1 1 large S protein [Hepatitis B virus] 
Length=389 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 

Query 17 NNPLGFFPDHQLDPAFRANTANPDWDFNPS 106 
Sbjct 8 S N 37 



> D gi | 6692493 | gb 1 AAF24661 . 1 1 large S protein [Hepatitis B virus] 
Length=389 

Score = 69.7 bits (169), Expect = 3e-ll 

Identities = 28/30 (93%), Positives = 30/30 (100%), Gaps = 0/30 (0%) 
Frame = +2 
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